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ORGANISM: Drosophila melanogaster 
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NAME/KEY: CDS 
LOCATION: (372) . . (2681) 
SEQUENCE: 1 

ggcacgagaa aaagttgtgg tataaacttt tattgtagga aaacgcataa aaataataga 
aaaacgctct tcgggttgta aagaaaataa gaagacaaaa gaaagacatg aaaacgttgc 
aaacaataaa gcatatactt gccatattga tataaaggga aatcgtgaaa aggcggtgaa 
aatttcgtaa gattagttgg tattaagggc agcccatgca cacagctaaa aagggaacta 
aaaaaacccc gcacagaaca atgaaagctg cagcagctgg ataaggccga caaaaccgaa 
aattatatta ttgtaatcta gtagagagca gacaacatat ccgctggcaa caaccaacac 
cgaaagagac t atg aaa aat gca caa ctg aaa ctg act gaa gtt gac gat 

Met Lys Asn Ala Gin Leu Lys Leu Thr Glu Val Asp Asp 
1 5 10 

gat gag ctg tgg ctg gca gta aga tta gcg cac tgc age age aac ttt 
Asp Glu Leu Trp Leu Ala Val Arg Leu Ala His Cys Ser Ser Asn Phe 

15 20 25 

age age agt age age aca aga aec acc age age aac cag agg cac aac 
Ser Ser Ser Ser Ser Thr Arg Thr Thr Ser Ser Asn Gin Arg His Asn 
30 35 40 45 

cag caa etc aca aca ctg caa cca agg age tta agt aca aaa cac cac 
Gin Gin Leu Thr Thr Leu Gin Pro Arg Ser Leu Ser Thr Lys His His 

50 55 60 

age aac att gca age gag cag cac aat age cag caa cag gag cea gca 
Ser Asn lie Ala Ser Glu Gin His Asn Ser Gin Gin Gin Glu Pro Ala 

65 70 75 

teg aag gac gag gat gta gee aac cac ggt aga age aat gac cag cag 
Ser Lys Asp Glu Asp Val Ala Asn His Gly Arg Ser Asn Asp Gin Gin 

80 85 90 

aeg cat ctg caa cag eta gac age age aac atg ttg teg cca aag aca 
Thr His Leu Gin Gin Leu Asp Ser Ser Asn Met Leu Ser Pro Lys Thr 
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145 ctg ctg gcc aac gta eta gac ate gat gat gac ttc egg cac aat tgt 2330 

146 Leu Leu Ala Asn Val Leu Asp lie Asp Asp Asp Phe Arg His Asn Cys 

147 640 645 650 

148 cgc eee atg aeg ecc gge gga aea ctg cea cae aac ccg get ttc tat 2378 

149 Arg Pro Met Thr Pro Gly Gly Thr Leu Pro His Asn Pro Ala Phe Tyr 

150 655 660 665 

151 cgc acg gtt tat gga caa gge gac gat gge age att ggg cea att gge 2426 

152 Arg Thr Val Tyr Gly Gin Gly Asp Asp Gly Ser lie Gly Pro lie Gly 

153 670 675 680 685 

154 age ace ega atg ccg gat geg gtc aee eat eat acg tge ate aaa tea 2474 

155 Ser Thr Arg Met Pro Asp Ala Val Thr His His Thr Cys lie Lys Ser 

156 690 695 700 

157 tea act gaa tat gaa tta ggt tta ate tta aag gaa att egc ttt ata 2522 

158 Ser Thr Glu Tyr Glu Leu Gly Leu lie Leu Lys Glu lie Arg Phe lie 

159 705 710 715 

160 act gat cag eta cgt aaa gat gae gag tge aat gac att gee aat gat 2570 

161 Thr Asp Gin Leu Arg Lys Asp Asp Glu Cys Asn Asp lie Ala Asn Asp 

162 720 725 730 

163 tgg aaa ttt gca get atg gtc gtt gac aga ctg tge ett ate ata ttc 2618 

164 Trp Lys Phe Ala Ala Met Val Val Asp Arg Leu Cys Leu lie lie Phe 

165 735 * 740 745 

166 aea atg ttc gea ata tta gee aea ata get gta eta eta teg gca cea 2666 

167 Thr Met Phe Ala He Leu Ala Thr He Ala Val Leu Leu Ser Ala Pro 

168 750 755 760 765 

169 eat att att gtc teg tageeatatg ggegaggtgg ttattgttat tggttttatt 2721 

170 His He He Val Ser 

171 770 

172 ataaaateaa tttgttaatt attaaattaa taaegaaact etttaagtaa attaaaacta 2781 

173 aaaagacact aaaaaagcac aaaaaaatag gaaaatacat gataaaaeee atgaactaaa 2841 

174 taatacatcc aagaaaaace aaaacaaaaa aaaaaaaaaa aaaaa 2886 

175 <210> SEQ ID NO 2 

176 <211> LENGTH: 770 

177 <212> TYPE: PRT 

178 <213> ORGANISM: Drosophila melanogaster 

179 <400> SEQUENCE: 2 

180 Met Lys Asn Ala Gin Leu Lys Leu Thr Glu Val Asp Asp Asp Glu Leu 

181 1 5 10 15 

182 Trp Leu Ala Val Arg Leu Ala His Cys Ser Ser Asn Phe Ser Ser Ser 

183 20 25 30 

184 Ser Ser Thr Arg Thr Thr Ser Ser Asn Gin Arg His Asn Gin Gin Leu 

185 35 40 45 

186 Thr Thr Leu Gin Pro Arg Ser Leu Ser Thr Lys His His Ser Asn He 

187 50 55 60 

188 Ala Ser Glu Gin His Asn Ser Gin Gin Gin Glu Pro Ala Ser Lys Asp 

189 65 70 75 80 

190 Glu Asp Val Ala Asn His Gly Arg Ser Asn Asp Gin Gin Thr His Leu 

191 85 90 95 

192 Gin Gin Leu Asp Ser Ser Asn Met Leu Ser Pro Lys Thr Ala Ala Ala 

193 100 105 110 

194 Ala Thr Ala Ala Gly Asp Glu Ala Thr Thr Gin Gin Pro Thr Asn He 
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